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Wheat is a staple crop mainly cultivated in arid and semi-arid areas worldwide. However, wheat pro-
duction is frequently threatened by water scarcity that is further exacerbated by global warming and
population growth. Developing drought-tolerant cultivars is a central challenge for wheat breeders,
which relies on the better understanding of the genotype-phenotype relationship. In this issue, Mao
et al. discover that the variation in cis-regulation of a NAC transcription factor (TaNACQ71-A) contrib-
utes to drought tolerance in wheat. The study reveals a novel genetic mechanism underlying wheat
drought tolerance and will facilitate the breeding of drought-tolerant wheat cultivars. Image by: Hude
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