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EEAERINGE
Genomics & Functional Gene

NEBEH RAHKEDR TaVALI-S MR STIREST

Cloning and Functional Analysis of Flag Leaf Width-Related Gene TaNA L1-5 in Common Wheat (Triticum aestivum L.)
E ¥ (Wang F.), R4 (Song Y.H.), FSCH(Yang W.L.), FFKE(Sun J.Z.), (LI X.), WAL D.C), kER
(Zhang A M.)

MEKRBAREER shrunken2 BIFTIZ RN

Analysis of Sequence Polymorphism of shrunken2 in Sweet Corn

FHF R (Suo H.C), B8 (Zheng JR.), # /P L (Zhang X.L), ZHE(Li 2.J.), FR(Li W.), HE) (Hu 1.G.), TH
) (Wang K.H.), TR (Wang L), Z& R (Li Y.L)

BB T BEXAST R RENKAE FEEREEFNEE

De novo Sequencing and Characterization of Genes Involved in Chlorophyll Metabolism and Carotenoid Metabolism
in Lagerstroemia indica

E#Z(Wang S.A.), TH(Wang P.), ki F(Zhang Z.Y.), FL(Li Y.), P (Yin ZF)

HRBESRAME FHEEARE osLC2 MR SEWEBEST
Cloning and Bioinformatics Analysis of Low-affinity Cation Transporter Gene 0sLCT2 in Indica Rice (Oryza sativa)

ZBE(Li Y.K.), B B(Tang L.), BERI(Mao B.G.), & Fi#k(Zhao B.R.), & 7 ¥(Peng K.Q.)

FEE R B NUDIX KRR M A YME B R REBIHTTR
Biocinfomatic and Expression Pattern Analysis of the NUDIX Hydrolase Family in Magnaporthe oryzae

B JE(Chen L.), 7K (Hong Y.H.), 282 5(Wu X.X.), # # (Huang 1.), B % (Chen M.L.), ¥ #&# (Zhong Z.H.),
REBEIE(Chen X.F.), K4 H§(Zhang D.M.), & E & (Lu G.D.)

ER% HDA902 Z R (¥ FTRE . 751 5347 F1 IE 40 B2 5 i1
Cloning, Sequence Analysis and Subcellular Localization of HDA 902 Gene from Populus trichocarpa
X (Liu C.), ZEFEE(LI K.L.), XFHE(Lin C1.), ZIEKRMa X))

TEARE 5 Fiet o ARG TR SFPE S 4T
Analysis on Codon Usage Bias of Chloroplast Genes from Five Conifers including Cunninghamia lanceolate

K H(Zheng W.W.), B £ H(Chen J H.), BILFK(Hao Z.D.), HiZ#(Shi J.S.)

NZ ML Ty3-gypsy Kk BB T RGN B R AT
Sequence Diversity Analysis of Reverse Transcriptases of Ty3-gypsy-like Retrotransposons in Larix gmelinii
Tk U (Zhang W.B.), BR#(Chen L.), ZF#E(Li X.H.), A E#&(Bai Y.E.), %8S ¥ (Lin X.F)

B4 HbDAHPS B RIEXN RIS R
Effects of Overexpression of HbDA HPS on Stress Tolerance in Arabidopsis thaliana
B U5 (Cao MR.), ZFREME(Li Y.AL), KEH(An ZW.), BBl (Cheng H.), ¥ Z /Mi(Hu Y.S.), ##Fh(Huang H.S.)

BT JAZ KEER M RNRE S
Cloning and Expression Analysis of JAZ Gene Family of Hevea brasiliensis

B (Yao D.), T /8 H(Wang Q.C.), & E#(Cao Y.X.), #ifi(Hong H.), ¥ (Huang X.)
PR RE A RKEEN S 5T

Molecular Identification and Evolutionary Analysis of the Oleosin family Genes in Jatropha curcas

7% (Zhang 1.), FFBk(Qiao L.), #AF5%(Hu L.Z.), Bk ~#i(Chen E.L.), T T (Wang Q.X.), &Hi# (Hou X.C.)

TRZEEYEBRXBREF N R S RIEMT

Cloning and Expression Analysis of Key Enzyme Gene in Scutellarin Biosynthesis

" # 4 (Yu M.D.), % A %t (Zhang S.X.), #Hi(Zhao Y.), R P (Song W.L.), 7% K % (Zhang G.J.), X & % (Liu G.
Z), B4E#B(Yang S.C.), fkJ #&(Zhang G.H.)

Y WRII EEEYE BEM

Bioinformatic Analysis of the WR/! Genes in Plant

55K (Yang X.Y.), ##F Hi(Huang C.Y.), REEWu J.F.), ¥% F (Huang Y.J.), 38 F(Zhang Q.X.)

DNA FEALEEYEBH AT HRH AR

Research Progress of the DNA Methylation in Plant Male Sterility

FMEE(Wang PN.), KER(Lin C.1), #{-51(Zhao R G.), T ¥ ¥(Ding X.Y.), AT H§(Zhao LM.), % 5(Zhang CB))
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) GRAS & AR B
New Advances in the Study of Plant GRAS Proteins
K L& (Zhang W.X.), 715 18(Diao Z.1.), &5 A(Wu W.R.)

ERTEEM
Genetic Engineering Breeding

RIFBNT Ad GPS BB EXE MR

Transformation of A ¢4 GPS Gene into Corn Internode Mediated by A grobacterium tumefaciens

T & (Wang S.), Tt (Wang S.), it B(Su S.Z), 2H(Wu Y.), ZLBE(Li S.P.), LM (Shan X.H.), X B (Liu
HK), B8 K (Han 1Y), BT (Yuan Y.P)

TefARCDPK32 HE T RRIE B AR
Cloning and Expression Vector Construction of ARCDPK 32 Gene from Peanut (Arachis hypogaea L)

7 7 (Zhang Q.Y.), M H(Sun Q.X), & A F(Tang Y.Y.), FF 11(Wang X.Z), R (Wu Q), =S (Wang Y.
Y.), B/ %(Ca0 G.Y.), fFF(QI X.), E&5(Wang C.T.)

FFRICHHER
Marker Assisted Breeding

BT EST-SSR #Ri2HT = B 8 BRI 15 S HEIE T

Analysis on Genetic Diversity of Local Cucumber Germplasm Resources in Yunnan Based on EST-SSR Markers
ZH(Li X.), # Fi(Zhang Y.), TR IR(Xu J.Q), KiE(Song T.), FLH(Li W.L.), EEM(Dong Y M.), KM #(Zh
ang Y.H.)

HF ISSR 4r Fhrid i B 2R B KISk et

Genetic Diversity Analysis of Chinese Curcuma Based on ISSR Makers

EHRLIY.Y.), TBBLei Y.X), BRI(Gao G.), T Hi(Zhang Y.), F KM (Deng J.B.), EMM(Tong S.8.), B3
H(Yang R.W.)

FAE# EST-SSR ARiC M R A

Identification and Application of EST-SSR Markers in Stylosanthes

B2 QL.), F{E(Zhang RH.), £X3R(Wang W.Q.), T Fifli(Ding X P.), XIEiE(Lin G.D.), HEF®Bai CJ)

FH SNP 4 Fhric ST AR R B IR

Analysis on Germplasm Resources of Exocarpium Citri Grandis Using SNP Molecular Markers

X A (Zhao 1.S.), MBI (Yang X.Y.), 8 +E4 (Zeng X.Y.), #475(Zhong S.), 77 &¥(Fang 1), F & (Luo 1.B.), B i
K(Zeng Y.Y.), I (Xiang X.)

FHEMER
Conventional Genetic Breeding

HOHE Y HENEERRBEGE

Identification of Tobacco Germplasm Resistance to Potato virus Y (PVY)

KB (Lin Y.), FEHXuM.L), # 58 % (Huang C.J1), FEF(Yu HQ), FTAXFLiY.P)
TEpMNE T SR EZHRR AR ik E 4

Two-dimensional Electrophoresis Pattern Analysis of Stem Proteins from Potato under Drought Stress
ZEHH(Li W), ZF(Wang F.), EM(Wang 1)

AERMEREYRB AN HBERMENHR

Studies on Introgression of Genetic Material from Brassica rapa into Brassica napus

FEHEbK(Hu ML), 2% 2(Yu QL.), §E &(Shang G.X.), ¥ R(Liu HD.), R &ERI(Zhao Z.G.)

HRA T R AR S X BT A
Analysis on the Main Factor of Annual Bolting of Isatis Tinctoria in Hexi Region of Gansu Province
# %R (Yuan K.L.), % (Jiang Q.L.), Z238(Li J.Q.), AEI(Zhou HK.), FH(Li W.)

EREAAREERBIEREN T
Genetic Stability Analysis of Somaciones from Alkali Grass (Puccinellia Tenuviflora)

AL X L), FEEHB(Yu X M), B (Fang Q.), #ME L(Sun Q.W.)
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hEEBR R HAEB F R
Research Progresses on Wheat Powdery Mildew and Its Resistance

WEH(Yang M.J.), FiPHi(Huang K.Y.), EHX fi(Han Q.D.)

A R Y S B B P IR
The Role of the Plant Cell Wall in Plant Pathogen Interactions

B HifN (Liang Y.L.), & #(Zhao J.), Xk (Liu L.), Hr##(Yang J.), ZR = (Li C.Y.)

RS
Plant Trait Analysis

HEERSH TN KM T RIERHROER
Effects on Maize Seed and Pollen Germination by Atmospheric and Room Temperature Plasma
IR 2675 (Luo MLY), BT (Zhao Y. X.), KHi(Song W.), B AR (Zhao J.R.)

KRBT E A DR B BT R
Study on Preserving Effect of Household Preservative on the Gerbera Cut Flower
k#(Zhang B.), &% = (Nie L.Y.), i #5(Shang M.J.), #5#%#K(Hao Y.Y.), WHk(Jia Dong)

[P RANR ZARCR ARG Jiipadiit
Analysis of the Pigment from Red and Yellow Aril in Taxus wallichiana var. mairei

F W H(Qin Y.L.), ¥ (Peng F.), R (Xu H.), ki A (Zhu B.F.), B (Fan C.), F H(Wang Z.)

AYFRR T EFRAKXANGE SHSHH
Signal Transduction Mechanism of Stomatal Closure Induced by Abiotic Environmental Factors

% E#(Gao G.W.), Bk E (Chen S.1.), T 18 (Ding B.), A#:8(Zhou Y.C), R 3&(Wang J.B.), ZHI(Li M.), I F
#(Sun S.1)), HBEH (Xie X.D.)

MREE

Germplasm Resource

R0 X T EERRE T RET R SRS NGRS
Evaluation of Sustainable Development and Utilization Potential of the Main Wild Vegetable Resources in Qinling
Mountains

FF#B(Wang Y.C), AW (Zhou Y.F.), Z&(Li Q.), B&(Li B.)

DIEE SR ARERREE S M
Genetic Diversity of Cut Flower Lilies (Lilium) Germplasm Resources by Morphological Traits

FH(Wu C), HI58 (Lin Q.Q.), %M (Qin D.H.), TELHi(Ding X.Y.), ¥ H(Guo F.Q)

24 BEETEE FIEH A A
Evaluation of Cold Tolerance Among 24 Stylosanthes Varieties

HFR(Dong C.), T FifA(Ding X.P.), T X #(Wang W.Q.), A B FE(Bai C.J.), XIEi&(Liu G.D.)
T ITS2 ol s R fBR IR

Molecular Identification of A mygdalus communis Varieties Based on ITS2 Sequences
KF2(Zhu L), K Bi(Zhang R.), BEEXuC.Z)

RO E AT WA RRR ) R LR 5 R 4
Analysis on the Genetic Diversity of Quercus equifolioides at Different Altitudes
#2/pE(Chen XM.), T3 % (Wang Z.Z.), 327 & (Jiang Y.F.), HH 5 (Huang X.X.)

M ia# 38
Field Test

T RIKRE 5 R R R A BN R A6 5 B B AT
Isolation and Pathogenicity Analysis of the Predominant Race of Xanthomonas oryzae pv. oryzae in Hainan
Hr3(Xia L.Q), FHALi MR.), #HEE (Xie SM.), B3 ¥ (Zhai W.X.), B Xia ZH.)
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