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ZERBYH(B. napus, B. rapa, B. oleracea, B. juncea, B. nigra) MYB28 KI5 itk
Molecular Evolution of MY B28 Gene Family in Brassica species (B. napus, B. rapa, B. oleracea, B. juncea, B. nigra)
B AV (Lu 1.X), B¥44(Bai H.Y.), 5k #(Zhang T.)

HE A A RINEHE T COP1 ¥ cDNA 5[ K R&E T

¢DNA Cloning and Expression of Photomorphogenic Negative Regulator COP1 in Sweet Potato (Ipomoea batatas)
ZE B (LiG.L), FikiE(Xu Y.Q), M F(Lin ZM.), X #(Liu Z.H.), 7K #(Zhang H.), ZHAH(Li HW.), LR
B(JiR.C.), B3 (Luo W.B.), Ef EE(Qiu S.X.), % ¥ (Tang H.), HAH(Qiu Y.X)

AR B/ P 1AL MeNINV T 2 J3 3 F 1 72 B R B R LB R s 4

Cloning and Hormone Responsive Expression of an Alkaline/Neutral Invertase Gene MeNINVI Promoter from
Cassava

Fizbk(Wang Y.L), Pk (Yao Y.), k28 (Geng M.T.), M (Sun C.), (% B(Shang L.), ZHiMH(Li RM.), FF D #
(Fu S.P.), $1% (Hu X.W.), BEHF(Guo J.C))

REXFHHXER 1F203 R ESRED T
Separation and Expression Analysis of the Fragment of Sterility Gene ]F203 in Chinese Cabbage

T £#%(Wang HM.), FE R (Xin X.F.), 745 (Sun 1.W.), 5 F(Ji R.Q.), {&#F (Feng H.)
THHE ACS HEFKN RABAHT

Phylogenetic Analysis of ACS Gene Family in Musa acuminata
# 2 (Dong C.), Z4 4 (Li W.C.), ##4li(Zhang C.), Bk #E(Wei Y.Z.), EX(Wang Y.), i&KI(Hu H.G)

= 845- LM _EIUNEABERN TR REDERFEST

Cloning and Bioinformatics Analysis of 4,5-DOPA Dioxygenase Extradiol Gene in Viola wittrikianan
EEM(LI T.G.), %30 (Yang W.H.), BB (Zeng Y.), T (Li J.), & L H(Zhao A.Q.), Ef2(Wang J.)

HEE 2 YR L BE(PPOYEE R U R R RIE 2 4
Cloning and Expression Analysis of PPO gene from Sweet Osmanthus (Osmanthus fragrans Lour.)

Rt (Mu HN), T B H:(Wang L.G.), #ME(Sun T.Z.)

KR ACC EAEER LeACOT HITERE R FFFI5M T
Cloning and Sequence Analysis of 1-~Aminocyclopropane—1-Carboxylic Acid Oxidase Gene LcACOJ from Lotus

corniculatus
T2Mal)

187 B % F 5 255 5 PR R R Y L B R IA S AT
Cloning and Expression Analysis of Norcoclaurine Synthase (NCS) Gene in Macleaya cordata

#MW(Huang P.), X4 R (Liu J.F.), W& £(Qing ZX.), MI7F2A(Liu Y.S.), EH(Tang Q.), ¥ # E(Zeng 1.G.)

KFBNEAER PrACT? 2K cDNA B 5B EMHT
Cloning and Bioinformatic Analysis of Full-Length cDNA of PhA CT2 from Pseudostellaria heterophylla
T#(DingL), T4 5i(Jiang WK.), B¥(Zhou T.), & H|(Long D), ¥fH(Zheng W.), ZF(Li 1), H A& (Xiao CH)

PRI b b B T RR39 — (L REBE XA AT cDNA UM RVFAY

Construction and Evaluation of a Normalized Yeast Two-hybrid ¢cDNA Library of the Aboveground Part and
Underground Part of Rubber Tree (Hevea brasiliensis Mull. Arg.)

Bk ¥t 3% (Chen H.).), 3 #% (Zhang H.), # 5 (Gao L.), {1 B8(He P.), F5 K > (Wei J.S.), R (Wu B.S.), KM AR
(Zhang Y.D.)

RIMLAT 45 £ A BN (Rp CesA 2) 5 M . RIE K SNP 734t
Cloning, Expression and Single Nucleotide Polymorphisms Anatysis of RpCesA 2 from Robinia pseudoacacia

YL (Zhang K.Q.), BB —(Ma L.Y.), Bt&(Duan J.), 7 J1(Wang L.), #/ki(Yang X.C.)

W SpsLA S BB L IE R AEVME RFESF T
Cloning and Bioinformatics Analysis of SpsLA S Genes in Salix psammophila

B MELu D.Y.), W EF(He Y1), £W(in N.), XI5F(Liu L), MAZ(BuSX), EH(WangL), % (Yang HF.)
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#th CBF B R KM% 2 RREFF T

Genome-wide Identification and Expression Analysis of the CBF Gene Family in Populus euphratica

FW4 B (Jia HX.), ZEH(Li 1.B.), #MA(Sun P.), EFLI KH), HEEMHu 1)), FHEFCuM.Z)
{E%E McTY DC BRI ST 5 Lt e B RIE ST

Cloning and Analysis on Real-time Quantitative Expression of Tyrosine Decarboxylase (McTYDC) Gene in
Macleaya cordata
X4 R (Liu J.F.), ¥ W(Huang P.), 8i7F2(Liu Y.S.), EH(Tang Q.), WH# E(Zeng 1.G.)

BEREENARE
Genome Survey of Liriodendron chinense (Hemsl.) Sarg

$hikik(Zhong Y.D.), 3k H(Zhang X.), ZEZ 38 (Li Y.Q.), XL & (Liu L.P.), R K F(YuF.X)
BN EELED E BF 4L P 4 524 De novo $UE M7

Transcriptome De novo Data Analysis of Melastoma malabathricum with Two Flower Colors
% (Zheng T.), K EH(Lin Y.H.), HFEF(Lin X.X.), H£&#(Su J.Q.), H#K £ (Lin Q.J.), BRI &K (Chen ZD)), E
% #(Wang M.S.)

BIERIR T EFH LR R A ST

Transcriptome Analysis Insights into Bulblet on Leaf Surface in Ornithogalum thyrsoides

EHE (Jiang FX.), BAH(Wei 0.W.), RAE(Wu S.), ILik#(Jiang X.Y.), Hi*8 1% (Shi J.T.), B HE(Chen Q.B.)
FOKHE KB RETEK T

The Quality Analysis of Transcriptome Responsive to Waterlogging Stress in Maize

REHE(Zhu 1.X), FHATUSu H.), & F5(Zeng X.), #4725 (Du HW.)

ERIRHM
Genetic Engineering Breeding

FA] CRISPR-Cas9 %X 4 46 B 5K GE M R BRI EE eI F4E-6 2

Directional Knockout of e/F4E-6 Gene Using CRISPR-Cas9 Genome Editing Technique

B (Pan HX.), X (Liu X.), /7 F¥E(Wan X.Q.), Fr#(Qiao C.), RHk#(Song L.N.), ¥IKE(Guo ZK.),Z#
(LiR)

HRIE OsPup] HK T BHRIKBYINE R 2R EHT

Over-Expression Os Pup I Genes to Improve Tobacco (Nicotiana tabacum L.) Resistance under Low Phosphorus Stress

and Reduce the Aluminum Toxicity

B (L LT.), Bt (Yao X.Z.), BB & (Chen MLL), XIli¥(Liu Y.), ##£RI(Zhao D.G.)

B 5 B3 FESN M TR FAE] KK RNAI SAH 2

Construction of RNAI Vector of Brassia campestris FA E1 Gene Family Drive by Autologous Promoter
8K #E(Fan Y.H.), 3K #(Zhang T.), A% #(Bai H.Y.), B 2 (Lu J.X)

Xt 0sPUTI EE=AARFLLE RNA THRHMRBFR

The Effect of RNAi on Three Different Positions of OsPUTI Gene

7K %A (Zhang B.), X #](Liu X.), BKFEMI(Geng Y.N.), Br#(Ruan Y.)

PMEBEMFEAEARNIR KRR

Advances and Prosepcts of In planta Transformation for Wheat
@ 4(Gu T.H.), T 1§(Ding B.), B/ 3#(Chen X.Q.), FF(Guo Y.), ZERI(Meng X.G.), #£#i&(Tong D.Q.), Xl
HB2(Liu LX), HERXie X.D.)

SFHICHBEH
Marker Assisted Breeding

HAEIMQTL b5 BEEM D TR EMARRHAEPES TERPRINA
Development of Molecular Markers Closely Linked to Fhb5 and Its Application in Breeding Wheat
¥ E fi(Zheng S.H.), ¥ (Yan H.S.), FE#(Li G.Q), Hi#H(Jia HY.), HERMa Z.Q))
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—ANER R KRS b OB T AR 6 2 B A S

Detection of Genes Controlling Grain Shape in a Rice Germplasm with Extra Large Grain

PR (Chen 1), 2KV % (Zhu Y.B.), #M$7 Z.(Sun X.L.), H#FH(Weng Q.Q.), K E A (Zhang G.J.), £ 12 (Liang
K.J)

— AN KRG A £ QTL-¢CTIO K15y B4 5E

Identification of ¢CT10, a Major QTL Associated with Rice Cold Tolerance

F 4R (Wang HM.), %5 % (Tang X.Y.), JEi& & (Long Q.Z.), # 7K % (Huang Y.L.), 7 ¥ (Lu M.), B2 H (Xu X.
M.), 7 EE#K(Wan J.L.)

KEGRBRRER Pita fr 242 AR R RN

Development and Application of Rice Blast Resistant Gene Pita Gene-specific Molecular Marker

¥ T (Cai HY.), FE (Zhou L.), EHF#E(Jiao CH), FAF(Fu Y.Z), X HF(You A.Q), BEEXuD.Z)
IKBBRE R P EE Pi2-InDel 4512 M F K 51F4

The Development of the Rice Blast Resistance Genes Pi2-InDel Markers and Its Evaluation in Application

¥ Hi(Yang LM.), L8 J.H.), A BIE (Zhou Y.J.), 774k #(Fang J.C.), X/k%(Liu Y.F.), F E#(Luo YM))
FIFISSR Fric % & BIRE 969 2438 —RFh F AR

Identification of the Purity of Nanxiao 969 Maize Hybrid by Using SSR Marker

PR (Liang Q.P.), B 7£(Zhao G.C.), ZHAIK(Li T.C.), £FH %Mo F.H.)

RS E T 3 R E ISR QTL AL
QTL Mapping for Traits Related to Salt Tolerance at Seedling Stage of Sorghum under Low Salt Stress

T #§% (Wang H.L), 7% X (Zhang H.W.), X| 5 (Liu B.), # I £ (Yang Y.B.), £ (Qin L.), Bk —#(Chen E.Y.),
HELZ(Guan Y.A)

R4 BAERERE SRAP AR

Optimization SRAP Reaction System of the Head Smut Resistance Gene on Sorghum

By K 4T (Duan Y.H.), I & % (Qu Y.F.), £ (Wang M.), T K %(Wang C.B.), F¥5#5(Si H.H.), 5 i (Zhang X.), %
#(SunY.)

AP BUAR 2 5 TR SSR B E

Identification of SSR Marker in ‘Huangcheng root 2’ Hybrid of Rootstock-used Pumpkin

ZRAM(Li FM.), BLiEEZhu Q.Q.), #{#(Cui J.), XIEF(Liu 8.Q.), K=z (Song Y.Y.), {L& W (Jiang Z.X.)

K 24 FRBE 8 RT-PCR Brll i RIESL

Establishment of RT-PCR Detection System for Odonzoglossum ringspot virus in Dalian

K ENI T.Z), A FH(Leng Y.), BARHU(Ly JK.), BI/F(Qian W.D.), /BT (Feng N.), £ X f&(Hou Y.L.)

Feht SSR-PCR AR AL B 719y 16 Y A
Optimization of SSR-PCR Reaction System and Primer Screening of Eucalyptus

% (Guo X.), [RMERNI Z.X.), PEF([Luo J.Z.), HILEZ(XuL.A)

BT TLE T8 B #k SSR ARIRTF R R AR 3

Transferability Analysis and Genetic Diversity of SSR Markers in Relative quercus L. Species to Quercus variabilis
F B3 (Shi X.M.), {E.3%(Wen Q.), B4 (Cao M.), B (Guo X.), BRI Z(XuL.A)

164 LTR A MITE # 8 R H 4 FHrie FFRFIRBT Ut R

Recent Advances on the Development and Utilization of Molecular Markers Based on LTR Retrotransposons and
MITE Transposons from Peanut (Arachis hypogaea L.)

HE R B (Xiong F.Q.), X Ali(Liu J.X.), BB B (He L.Q.), #AF5&(Han Z.Q.), B EM(Huang Z.P.), FEFHH(Tang X.
M.), % % (Jiang 1.), $93% & (Zhong R.C.), R# 7 (Wu H.N.), ZH(Li Z.), FF = (Luo S.Y.), FH 5% (Tang RH),
Al H#E(He X.H.)

I RT-PCR BAR I H FiRE BT R

RT-PCR and Its Development and Application in Detection for Sweet Potato Virus

¥ ¥ (Xiao H.J.), HFIAT(Meng L.Q.), BE%#R (Chen M.R.), B&F MK (Yang CL.)
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Conventional Genetic Breeding

TR BEE "R BERAREZRNE 652-657

In vitro Regeneration and Histological Observation of Callus in A nthurium andraeanum “pink champion”

A KIB(Li S.G.), TEHE3F(Fan X.F.), /R (Hou Z.Q.), 5%#8(Guan Y.), TH L(Yu Z.8.), FiEi#(Su Z.H)

B3 JE WAL SRR A R E

Tissue Culture and Fast Multiplication of Late Blossoming of Sisal Introduced from Tanzania

¥ le(Yang L.), # 8¥(Gao J.M.), 5% it #% (Zhang S.Q.), BF¥ J(Chen H.L.), B¥#%)iI(Ma Z.C.), # i it(Tan S.B.),
B E(YiK.X)

TZERA SRR AR RN R

In vitro Propagation of Zanthoxylum planispinum var. dintanensis Through Nucellar Embryo Culture
ZHALIJR), B (Zeng X.F.), B #KI(Zhao D.G.)

AREFES AN TR GRS LEEOZR

The Effect on Embryogenic Induction and Proliferation of Camellia sinensis in Different Inductive Condition

H RN AF(Tian L.L.), 288 (Li 1), 5k ##(Zhang 1.), MR E(Liu 1.1.), T3hi(Wang K.B.), HE % (Huang J.A.), X fpig
(LiuZH.)

KRBT o THIER AR R

Advances in Research on Molecular Mechanism of Female Sterility in Rice (Oryza sativa L.)

E ¥ (Guan W.X.), % (Deng Y.), Z/ME(Li X.X.), R I A(Wu WR.), ¥#%(Zheng Y.)

Hp RS 5
Plant Trait Analysis

ZHT R MhE X R AR S B8 £ B R R B M
Effects of Drought Stress at Booting Stage on Physiological Index and Yield of Super Rice

W& (Yang A.Z.), BREH(Duan SM.), 2L #(Wu W.G.), BFRIl(Chen G.)

REKGIREFH T/ IL B BARERE R M

Variance Analysis of Drought-Resistance Related Traits in Introgression Lines of Wheat in Different Water Environ-
ments

FEREF(Li X.Y.), HKAUZE (Zhang C.J.), RDH(Wu S.H.), Fi§ ¥ (Gao HT.), 2 5 (Zhang X P.), /B 5 #k(Feng W.S.),
Hift38(Yang H.Q.), B ZEH(Guo J.W.), RIEHEing RL.), 7hEZL(Sun D.Z)

BT KIRGLN & T8 5 A0 b SR £ S o

Effects of Irrigation and Fertilization on Fruit Quality of Greenhouse Tomatoes: Principal Component Analysis
FHFEWang X.K), £ ¥R DuCL), ML L& XKing J.J.), MEHK(Xing Y.Y.)

FRE B X2 A0 G TR A

The Effect of Heat Treatment on the Quality and Storage of Tomato

H#EBRu X)), WEHRRu X.L), FEHR(Yin X.G.), FHE@Luo 1), Bi¥(Yang Y.), BKIKH(Geng Q.L.), &%
(Pan G.H.), X{PH(Zheng Y.)

KERDRFARKRE AR FESRE

Morphological Characteristics of Pitaya Microspore at Different Developmental Stages

YL E H(Fan J.X.), B{=%(Deng R.J.), E/Ki%(Wang Y.Q.), X|%(Liu R.), ##¥ £(Han S.Q.), k2 HK(Zhu A.L)
DY EH N RR MmN KR A PR

Comprehensive Evaluation of Cold Resistance of Potato Varieties

WE% (Yang H).), H4#&EGuo HC)

RIFn SS 1 SE # N 5 2H & BRMHXME S
The Correlation Analysis on SS and SE of Copy Number and Saponins Content in Eleutherococcus senticosus

1 A4 (Long Y.H.), LHEF(You P.S.), H4 E(Guo H.Y.), F¥(Yin F.), B (Xing Z.B.)
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AL E EHE POD EHE . A TR R ER R R HT

Analysis on the Activity, Isoenzyme and Gene Transcription of Peroxidase in Three Eucalyptus Species being Cold
Treatment
FH t(Huang Z.C.), %8 X (Huang J.W.), BXPH 55 Z(Ouyang L.1.), & E 4 (Zeng F.H.)

ZRAT R E R B NaCl Bl Wi R B3

Effect of NaCl Stress on Liriodendron Hybrids during Seedlings Period

JA# Bi(Zhou Y.H.), Z2FE F(Li M.P), & @u L), M @Lu Y.), BE#E#E(Chen T.T.), %4 2 (Chen 1), HiER
(ShiJ.S.)

DR £ U R

The Research Advances in Glycoalkaloids of Potato

FHE H (Wang W.L.), % € 3 (Zhang J.W.), A{LF(Bai J.P.), £ %5 (Wang B.Q.), Z# [F(Li C.T.), BT
(Yang I.W.), % (Yang HW.)

AAAEYI IR IR R W N LB R

Research Progress on Environment Regulation and Response Mechanisms of Cold Resistance in Woody Plants

B ¥E(Zhao Y.), ¥ X B (Yang Y.M.), 7€ ¥ H(Fan S.T.), EIH ¥ (Wang Z.X.), FL #(Qin H.Y.), IF & Xv P.L),
YE(AIL)

SMERRBT SRR

Research Progress of Ectomycorrhiza

Hrik B 11 8%(Si Q.B.L.G.), & (Zhao M.), I = (Bai S.L.)

| Bt 8
Field test

ZHEMEBER AN EKRE N FRRA RSN R R

Evaluation of Cold Tolerance at Four Growth Stages and Analysis of Relationship between Cold Tolerance and Indica-
japonica Differentiation in a Diverse Rice Collection (Oryza sativa L.)

¥ (Yang T.F.), 7 /> 41 (Zhang S.H.), B2 & (Wang X.F.), # 5% 75 (Dong J.F.), & & ¥ (Huang ZH.), ¥R
(Zhao J.L.), XI#(Liu Q.), B Mao X.X.), KA (Zhang G.Q.), XI3#(Liu B.)

BRERERREDREPRER
The Mechanism of Phytoalexin Enhancing Crop Disease Resistance

B ZR%5(Chen D.J.), ZEB(An MM.), ZEFF 22 (Li L.L.), /7 4k ¥(Fang J.C.), X /K & (Liu Y.F.), F EH#i(Luo Y.M.),
¥ 3L 8 (Yang LM.)

HHFE R
Life Table Analysis of Firmiana platanifolia Population
XIB&(Liu L.), & /ME(Luo X.J.), Xk B (Liu Y.L.), EJP(Wang S.), FEXuY.)
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