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Cloning and Analysis of the Cold Tolerance Gene EfWRKY62 in Erianthus fulvus
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Bioinformatics Analysis of Soybean gma-miR4359h and Construction of Its Plant Expression Vector
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Construction of CRISPR-knockout Expression Vector for Da-dio5 Gene in Dioscorea alata L.
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A System Establishment of Transient Expression on Iris foetidissima L.
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Viral Suppressor HCPro Induce the Expression of YUC1 in A rabidopsis thaliana
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Effect of Specific Effector Encoding Gene CgE23 from Colletotrichum gloeosporioides on Conidia Production
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Research Progress on the Regulation and Control of Anthocyanin Biosynthesis of Onion
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Molecular Identification of Pathogens Causing Root Rot of Camellia oleifera in Tropical
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Development of SSR Markers Based on Transcriptome Sequences of Triadica sebifera
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Development of the High Exerted Stigma Rate Two-line Male Sterile Soft Rice and Rice Quality Analysis of Com-
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Genetic Analysis of Functional Components of Major Gene Plus Polygene in Barley Grain
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Analysis on Embryo Induction and Plant Regeneration of Processing Type Pepper by Anther Culture
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Comprehensive Identification and Evaluation of Rice Salt Tolerance at Seedling Stage
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Effects of Cadmium (Cd) on Seed Germination and Seedling Growth of 6 Species of Compositae
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Breeding and Cultivation Techniques of New Rice Variety 'Jinongdal58'
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