!
1ﬁ_ f? 2010 4 11 A
YICHUAN £32% HF11H
S X
HEAY
ettt eeeieeeeeeeeeeeeeteeeeeseeeeeeeeeeeeneeeeeenateetietttetaatetteataeeeeatateeaaareeeaaaraeaann g{g;}a,hi (1089)
&z R
MIiRNA e X A&, e, REA, BR (1091)
I(RBl) ........................................................ X 5(7\}3%’ i%f g{‘%’ ?}@ (1097)
...................................................................... ]%JJ’ g{"—‘j:" K%, _Fg;)—-;ﬁ" g{{ﬁ_ (1105)
SNCA ,—%ﬂkg& 30 (1114)
-------------- Rikik, Mk, YR, e, B, FBE (1119)
CDC/MACPE et Fta, E35, M, ZEAb (1126)
.......................................... FTs R, i"ﬁ, XY ’ 5‘;7‘& TR 2% Ho (1133)
MRS
PCR 21 18 e
........................................................ B EE, 24, _;_,j:;\j]—’ HEIFd i;’%, ok, REE, L% (1141)
F2a (PTGFR) x
...................................................................................................... 7}:5]%'£ /H_.$ g{iim M‘:/\A% (1147)
PID1 CDS MRNA s
.......................................................... éiﬁ’ %57%7}3:\ i{ﬁ\%, ﬁ%é’ 2'33111":’ M:_/EL%’ ;R._;’f_’ [44% (1153)
136 154 171 e, %%, R= |, x|BHE (1159)
----------------- REE, 4k, TR=E (1166)
INICTORINAS +eeeeeeeeeerrererereeerereeteetteeeteentieeteeeteneeeeneeeene
.................................................... Mg, Wiz, Fhe, REW, RE, K, F&, Kk, ARAE  (1175)
PA50 ettt
....................................................... BA=d, LR, FOEA, RBA, AR, 2k, &9, T4 (1187)
30 %ﬂﬂg/ﬂ’ i?‘ﬂﬂ( Tom Hsiang, b Fa (1195)
B fREi
(Kallmann syndrome ) e L E 7 A (1096)
ZRERER
( ) ) e (1132)
MicroRNA—— ( ) e (1186)
Life Technologies (1202)



HEREDITAS (Beijing) October 2010
YICHUAN Volume 32 November 11

CONTENTS

Cover People

Reviews

Progress Of polymorphism in miCI‘ORNA and miCI‘ORNA target SiteS ...................................................................
......................................................................... LIU Li-Ying, XU Ji—Ru, SONG Tu—Sheng, HUANG Chen
Research advances on RBL gene:«-««roeeeemeeeereeeneees LIU Shuang-Hu, WANG Shou-Zhi, ZHANG Hui, LI Hui
The Human Vari()me PrOjeCt and ltS prOgreSS ......................................................................................................
............................................. GAO Shan’ ZHANG Ning’ ZHANG Lei’ DUAN Guang-YOu, ZHANG TaO
Inheritance machnisam of gene SNCA for alcohol dependence:««««««-----xxwweeeeeeeeeeeees YANG Yong-Qiang, LI Fan
Whole genome amplification and its application in forensic individual identification ==«««sssseeseesrssersessnsseeeees
....................................................... CAI Hal'Qlang, LIU Hai_Tao’ SHI Bln, LI An’ TANG Wen_Ru’ LUO Ylng
Research progress on the MACPF/CDC famlly Of pore_forming tOXinS ...............................................................
........................................................................................... QIAO Xu, WU Fen-Fang, SU Peng, LI Qing-Wei
Molecular baSiS and appllcablhty in equine COlOr genetics .............................................................................................
""""""""" LI Bei, HE Xiao-Long, ZHAO Yi-Ping, WANG Xiao-Jing, Dugarjaviin Manglai, ZHANG Yan-Ru

Research Papers

Development of multiple quantitative fluorescent PCR for rapid diagnosis of common aneuploidy and it’s clinical
APPIECALION -+t
LU Yan-Ping, CHENG Jing, JIANG Shu-Fang, ZHANG Li-Wen, GAO Zhi-Ying, HAN Bing, YUAN Hui-Jun, LI Ya-Li

Genetic variation and association of prostaglandin F2a receptor (PTGFR) gene with sow maternal behaviors in a

Whlte DuI‘OC X Erhualian resource population ..........................................................................................
...................................................................... YANG Zhu—Qing, REN Jun, ZHANG Zhi-Yan, CHEN Cong-Ying

CDS cloning and relationship between intramuscular fat content and mRNA expression of PID1 gene in pig.....
QIAN Yuan, ZENG Yong-Qing, DU Jin-Fang, CUI Jing-Xiang, LI Hua, CHEN Qi-Mei, SONG Yi-Ping, CHEN Wei

Polymorphism at codons 136, 141 and 154 in the ovine prion protein gene in the state of Xinjiang............cccceeeeeeeenne.
.......................................................................................................... CHEN Xin, HE San-Gang, LIU Ming-Jun

Genome array on differentially expressed genes of muscle tissue in intact male and castrated Qinchuan cattle -+
....................................................................................................... ZHANG Ying-Ying, ZAN Lin—Sen, WANG Hong-Bao

Identification of known microRNAs in root and leaf of maize by deep sequencing - CHEN lJie, LIN Hai-Jian,
PAN Guang-Tang, ZHANG Zhi-Ming, ZHANG Biao, SHEN Ya-Ou, QIN Cheng, ZHANG Qian, ZHAO Mao-Jun

cDNA cloning, heterologous overexpression and activity analysis of cytochrome P450 reductase of Taxus Chinensis

.......................................................................................................................... RUAN Ren-Yu, KONG Jian-Qiang,
ZHENG Xiao-Dong, ZHANG Shu-Xiang, QIN Xian-Yun, CHENG Ke-Di, WANG Jian-Ming, WANG Wei

Comparison of genomes between Aspergillus nidulans and 30 filamentous ascomycetes =« «++--wwreemrreressneeeenenn
................................................................. ZENG Zhao-Qing, ZHAO Fu-Yong, HSIANG Tom, YU Zhi-He

(1089)

(1091)
(1097)

(1105)
(1114)

(1119)

(1126)

(1133)

(1141)

(1147)

(1153)

(1159)

(1166)

(1175)

(1187)

(1195)



