% 1t 2012 &£ 7 B
YICHUAN $F£34%E FT1H
H /N

............................................................................ HEH, PLm (793)
................................................................................. Y, BHE B, BXHE  (810)
....................................................................................... KAFF, EF (819)
RNA e, RgE By, IMEE, TEF (829)
AP2/ERFE e kitE, TARH, F&12 (835
........................................................................... FRE, WhAZ, TEM, Mb, IR, KB (848)
........................................... MR, BEF, LAK, #HEF (857
MR E
VACA  CAgA e WER, HEL  (863)
............. Wik, EEF, TR, O, FE2EK  (872)
Bi CRS-PCR e, FFRF, AGLEK T£E  (879)
MHC BAC CDNA e
........................... Mz, aRFE, R4, 2, 2KR4, B, LUK, Hugh T Blair, 540%%  (887)
PIS e
.............................................. Mok, Wamm, MEL Zms, WNEE KERE KL, F4% (895
Ghd7 e W, FAE, B, gakgE, AakE (901)
BNO e, x| RAE, SHRE, EEL (907)
RAREAE
MICTORN A s
...................................................................................... Aragep, RiEAR, REm, 2L, KX (919)
.............................................................. FH, Kae, FHER (927)
Bl=#E
RNA PSRODOt e (809)
.................................................................................. (828)
SZEER
2012 T e, (886)
.................................................................................. (926)
(JGG)2011  JCR 1883 e (934)



HEREDITAS (Beijing) July 2012

YICHUAN Volume 34 Number 7
CONTENTS
Reviews
Advances in genome-wide association studies on essential hypertension................... XU Rui-Wei, YAN Wei-Li ~ (793)
Modification and biological role of histone............c.ccoceveeeenennee. WANG Wei, MENG Zhi-Qi, SHI Fang-Xiong  (810)
Progress on cell lineage analysis in Drosophila melanogaster...........c.ccocccveviecnen. ZHANG Shi-Ping, XUE Lei  (819)
Epigenetics of plant vernalization regulated by non-coding RNAS ........cccceciriiiiiiinininineneeneceeeeeceeeene
................................................................... ZHANG Shao-Feng, LI Xiao-Rong, SUN Chuan-Bao, HE Yu-Ke  (829)
Progresses on plant AP2/ERF transcription factors.............. ZHANG Ji-Yu, WANG Qing-Ju, GUO Zhong-Ren  (835)
Progress on nitrogen regulation gene expression of plant pathogenic fungi under nitrogen starvation.................
............. ZHOU Xiao-Gang, YAO Chun-Xin, DING Yu-Mei, TAO Nan, SUN Mao-Lin, ZHANG Shao-Song  (848)
Progression on genetic knockout tools in MYCODACIEFTUM .........coiiiiiiiiiiii e
........................................................................... DU Qin-Lin, FAN Xiang-Yu, MAO Jin-Xiao, XIE-Jian-Ping  (857)
Research Papers
Molecular phylogeny analysis of full-length vacA and cagA genes from Helicobacter pylori...........c.ccocoovinnene
....................................................................................................................... YANG Ze-Min, CHEN Wei-Wen  (863)
Association between gene polymorphisms of propanoate metabolism pathway and meat quality as well as carcass
traits in Pigs....cceevereeerreereernenne YANG Fan, WANG Qiong-Ping, HE Kan, WANG Ming-Hui, PAN Yu-Chun  (872)
Analysis of association between CRS-PCR polymorphisms of integrin B, gene and litter size in pigs.................
............................................................................................ GUO Liang-Yong, , FU Jin-Luan, WANG Ai-Guo  (879)
Screening of tissues pooled cDNA library using probes by restricted fragments of BAC positive clones of ovine
IMHC ...ttt et et e e e aeesse e s e esbaesbessaessaensaennas YANG Xiao-Liang, BAI Da-Zhang,
QIU Wei, DONG Hui-Qin, LI Da-Quan, CHEN Fang, MA Run-Lin, Hugh T Blair, GAO Jian-Feng (887)
Detection and application of PIS genetic deficiency gene in dairy goat...........ccvecveeevennenn. YANG Bo, JIA Li-Li,
ZHAO De-Chao, MENG Li-Yun, LIU Xue-Feng, ZHANG Yan-Jun, ZHANG Wen-Guang, LI Jin-Quan  (895)
Ghd7, a pleiotropic gene controlling flag leaf area in TiCe..........ecveirieieerieieieieieeeee e
......................................... TAN Cong, WENG Xiao-Yu, YAN Wen-Hao, BAI Xu-Feng, XING Yong-Zhong  (901)
Phylogenetic application and analysis of horizontal transfer based on the prokaryote €no gene..........c..ccccceneee.
............................................................................................... LIU Qing-Hui, GUO Zhen-Guo, REN Jia-Hong  (907)
Techniques and Methods
A method for screening microRNA target genes in goat skin by microRNA seed sequence mediated PCR.........
..................................... FU Shao-Yin, ZHAO De-Chao, ZHAO Hong-Li, LI Jin-Quan, ZHANG Wen-Guang  (919)
An efficient high-throughput screening assay against nuclear tranSpPOIt..........ceceeveeeierierienerenieneneneeeeeeneeeene
................................................................................................. LUO Min, ZHANG Quan-Cang, LU Zhi-Gang  (927)



